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Department of Biology

University of Florida

P. O. Box 118525 2704 NW 4™ Avenue
Gainesville, FL 32611-8525 Gainesville, FL 32607
E-mail: mlwayne@ufl.edu E-mail: mlwayne@me.com
Phone: (352) 392-9925 Mobile: (352) 246-8652

Fax:  (352) 392-3704

EDUCATION:

Graduate Certificate in Latin American Studies, UF, in progress (2021-present)
Ph.D. 1994, Ecology and Evolutionary Biology, Princeton University

B.A., 1988, General Biology (minor: Literature), University of California, San Diego

PROFESSIONAL DEVELOPMENT:

UF Global Learning Institute, 2022

UF Crucial Conversations Training, 2021

Racial Equity Institute Groundwater Training, 2021

UF Advanced Leadership for Academic Professionals Reprise, 2020-2021

UF Multicultural Mentoring Workshop: Recruit, Reinvent, and Retain: Hi-Caliber Mentorship
Lessons, led by Chaveso Cook, 2020

Ally Skills Workshop, 2020

UF Advanced Leadership for Academic Professionals, 2015-2016

SUS Institute for Advanced Leadership Chairs’ Workshop, 2014

POSITIONS HELD:

Administrative

Chair, Department of Biology, UF, August 2014-August 2021

Director, UF Graduate Program in Genetics & Genomics, 2006-2009 University of Florida

Academic

Professor, UF Department of Biology, 2011-present

Associate Professor, UF Department of Biology, 2005-2011

Assistant Professor, UF Department of Zoology, 1998-2005

Postdoctoral Research Fellow, NC State University Department of Genetics, 1994-1998

Adjunct/Affiliate/Visiting

Affiliate Faculty, UF Center for Latin American Studies, 2022-present.

Affiliate Faculty, UF Center for Gender, Sexualities, & Women’s Studies, 1999-present.

Visiting Professor, Department of Biology, McMaster University, Canada, Spring 2013.

Visiting Adjunct Associate Professor, Division of Integrative Biology, University of Texas at Austin,
Spring 2009.

HONORS/AWARDS:

President, Society for the Study of Molecular Biology & Evolution (international scientific society;
2019-2021).

UF CLAS Speaker for International Education Week, 14 November 2018.

UF HHMI Science for Life Distinguished Mentor Award, 2013.

UF College of Liberal Arts and Sciences College Teaching Award, 2012.

Colonel Allan R. and Margaret G. Crow CLAS Term Professor, 2010-2011

UF College of Liberal Arts and Sciences College Faculty Advising Award nominee, 2009.




M. L. Wayne

Outstanding Faculty Honoree, UF College of Liberal Arts and Sciences Convocation Fall 2008,
2009, 2010, 2011, 2014, 2015, 2016.

Outstanding Faculty Honoree, UF College of Liberal Arts and Sciences Graduation Spring 2008

UF College of Liberal Arts and Sciences College Teaching Award nominee, 2005.

UF College of Liberal Arts and Sciences College Teaching Award, 2002.

Center for Women’s Studies and Gender Research Award ($1000), UF, 2002.

College of Liberal Arts and Sciences College Teaching Award ($2000), UF, 2001-2002.

Young Investigator Award, Tri-National Workshop on Molecular Evolution, NSF, 1997.

Full Member, Sigma Xi, the Scientific Research Society, 1997.

Young Investigator Award, Response and Adaptation to the Environment Conference, U.S. Army
Research Office, 1996.

Teaching Excellence Initiative Award, Women and Gender in Science and Technology, North
Carolina State University, 1996-1997.

Butler College Graduate Fellow (Teaching Award), Princeton University, 1990.

SERVICE FOR THE PROFESSION:

Member, Emerging Technologies Working Group, DTRA (2022-present)

Member, BioNuclear Working Group, DTRA (2020-present)

External Reviewer, University of South Carolina Biology Department; 18-19 March 2021.

External Reviewer, University of Houston Biology Graduate Programs (Biochemistry, Ecology and
Evolution, and Molecular and Cell Biology); Site Visit 21-22 May 2019.

Reviewer, NIH ESI MIRA panel 5 April 2019.

Chair, Special Emphasis Panel to review NIH Genes, Genomes, and Genetics Fellowship
applications 15-16 March 2018

External Reviewer, University of Tennessee Chattanooga: Biology, Geology & Environmental
Science Site Visit 8-9 March 2018

Recruited and placed five Puerto Rican graduate students in UF Biology following Hurricane
Maria (Gamillo, E., 2018: “A year after Hurricane Maria, mainland scientists have helped
Puerto Rican colleagues recover”. Science, doi: 10.1126/science.aav3098.)

Reviewer, NIH F08 fellowship review panel 14-15 November 2017.

Chair, NIH GGG-L(50)/ Advanced Genomic Technology Development Panel 15 March 2017.

Reviewer, SMBE Satellite Meeting Proposals (2017).

Reviewer, GBE Best Paper (2017).

External Examiner for PhD candidate Alison Wardlaw, “Theoretical Evolutionary Biology of Sex
and Disease”, University of Toronto, 2016.

Chair, Society for the Study of Evolution Nominating Committee, 2016 (member 2014-15).

Co-Chair, TAGC Genetics Society of America, Evolution and Quantitative Biology - Evolution &
Quantitative Genetics | Panel (recruiting and selecting speakers).

External Mentor for Christine Parent, project director for NIH COBRE Center for Modeling
Complex Interactions at the University of ldaho, 2015 - present.

Selected participant, Biological and Ecological Sciences Coalition (BESC) Congressional Visits
Day, one day of intensive training followed by one day meeting with legislators, 2015.

Chair, NIH GVE Conflict Review Panel, June 2015.

Member, External Review Team, Department of Biology, Colorado State University, 2013.

Member, Genetics Society of America Women in Genetics Committee, 2013-2015.

Councillor, Society for Molecular Biology & Evolution, 2013-2015.

F1000 member, 2013 (ongoing).

Chair, NIH Genetic Variation and Evolution Study Section, 2012-2013.

Member, SMBE Finance Committee, 2010.

Member, NIH Genetic Variation and Evolution Study Section, 2009-2012.

Member, NESCent Advisory Board, 2009-2012.
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Science Advisor, NIH Evolution and Medicine Supplement, Biological Sciences Curriculum Study
(company developing curricula for middle and high school students relating evolution and
medicine), 2009-2011.

NIH Challenge Grants, Stage 1 Reviewer, 2009.

Advisory Board, Women Evolving Biological Sciences (WEBS), an NSF-funded project aimed at
retention of women in science, 2007-2013.

Member, NESCent (NSF National Evolutionary Synthesis Center) Working Group, "Synergistic
Evolutionary LEarning Consortium: Evolution in AcCTION (SELECTION Working Group),
2006-2007.

NIH Special Emphasis Panel, Genetic Basis of Psychiatric Disorders, December 2005.

NIH Genetic Variation and Evolution Panel member, March 2005, October 2005, February 2006.

Associate Editor, Evolution (2008-2011), Genome Biology and Evolution (2009-present),
Molecular Biology and Evolution (2004-2008), and Genetica (2005-2007).

Treasurer for the Society for Molecular Biology and Evolution, 2003-2005, 2006-2008.

Panel member, NASA Organismal Biology Flight Panel, 2001.

Evolution Education Representative for the Society of Molecular Biology and Evolution, 2000-
2002.

Ad hoc write-in reviewer, NSF, 1998 - present.

Ad hoc panel member, Genetics Study Section, NIH, 2000, 2001, 2002, 2003.

Guest editor, special issue of National Women’s Studies Association Journal: “The Scientific
Search for Sex Differences”, 1999.

Reviewer for Genetics, Evolution, Molecular Biology and Evolution, Genetical Research,
American Naturalist, Proceedings of the Royal Society, PNAS, etc.

SERVICE FOR THE DEPARTMENT, COLLEGE, AND UNIVERSITY:

Member, UF Scholars at Risk Committee, 2022

Member, UF Student Reporting Process Task Force, 2021

Member, Search Committee, UF Center for Gender, Sexualities, and Women’s Studies
Research, Lecturer in Health Disparities, Equity, and Justice, 2021

Member, Search Committee, UF Center for Gender, Sexualities, and Women’s Studies
Research, Tenure Track Assistant Professor, Violence Against Women, 2019

Member, CLAS Dean’s Interdisciplinary Speaker Series 2017-2019

UF Biology External Committee Member, Chemistry Chair Search, UF 2017.

Member, a2ru (Alliance for the Arts in Research Universities) UF 2017 Student Summit Steering
Committee, UF College of the Arts (2016-2017).

Goldwater Scholarship Selection Committee Member, 2016-present.

Member, UF a2ru (Alliance for the Arts in Research Universities) Leadership Council, 2015-
present.

Member, Health Disparities and Society Minor Steering Committee, UF Center for Gender,
Sexualities, and Women'’s Studies Research, 2016-present.

Member, Internal Research Advisory Board, UF Emerging Pathogens Institute, 2014-present.

Elected Member, CLAS Faculty Council, 2013-2014.

Biology Major Executive Committee, 2013-2014.

Member, Center for Gender, Sexualities, and Women'’s Studies Research Council, 2012-present.

Member, CLAS Curriculum Committee, 2009-2011 (elected Chair, 2010-2011).

Member, UF Genetics Institute Strategic Planning Committee, 2009-2014.

Member, Department of Biology Strategic Planning Committee, 2009-2010.

Chair, Quantitative/Theoretical Evolutionary Biology Search Committee, 2009.

Member, UF Genetics Institute Executive Committee, 2006-2017

Member, Zoology Department Merit Pay Committee (elected), 2007-2008.

Member, UF External Search Committee Member, Population Genetics (Botany), 2005.
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Member, Zoology Department Undergraduate Curriculum Committee 2002-2008.

Member, Biotechnology Advisory Committee 2003-2005.

Member, Provost's Commission on Women Faculty 2001-2004.

Member, CLAS Teaching and Advising Awards Committee 2002-2003.

Member, CLAS 150th Celebration Organizing Committee, 2002-2003.

Member, Zoology Department Executive Committee 2002-2004.

Member, Zoology Department Search Committees (five).

Member, Zoology Department Seminar Committee Co-Chair, 1999-2003.

Member, UF External Search Committees: Insect Physiology (Entomology) and Conservation
Genetics (WEC and Fisheries), 2003-2004.

Faculty advisor, UF Camp Kesem (2011-2014); UF Women in Science and Engineering (2005-
2014).

EXTERNAL GRANTS FUNDED:

National Institutes of Health 1R01GM106174 Rapid Induction of apoptosis against viral infection,
($1,139,050). PI Lei Zhou, UF; co-Pls James Becnell UF USDA and Marta L. Wayne,
01/01/2014 - 12/31/2017.

National Institutes of Health 5R01 GM083192, Sigma virus in Drosophila: a model system for the
evolution of virulence, ($1,178,302), PI M. L. Wayne, co-Pls B. M. Bolker and R. D. Holt,
5/1/2009-4/30/2013.

National Institutes of Health 5R01 GM083192S2, Sigma virus in Drosophila: a model system for
the evolution of virulence, ($26,249), Pl M. L. Wayne, Research Supplement to Promote
Diversity in Health-Related Research for postbaccalaureate student Eve A. Culbreth,
2012-2013.

National Institutes of Health 5R01 GM083192S1, Sigma virus in Drosophila: a model system for
the evolution of virulence, ($43,188), Pl M. L. Wayne, Research Supplement to Promote
Diversity in Health-Related Research for postbaccalaureate student Brennin Y. Brown,
2009-2010.

National Institutes of Health R0O1 GM077618S1, Allele-Specific Expression in Drosophila,
($387,696; Wayne subcontract $87,900), Pl L. M. MciIntyre, ARRA Administrative
Supplement, 2009-2011.

National Institutes of Health RO1 GM077618 Allele-Specific Expression in Drosophila,
($1,127,695; Wayne subcontract $226,432), PI L. M. MclIntyre, co-Pls M. L. Wayne and S.
V. Nuzhdin, 2007-2010.

National Science Foundation Grant DGE-0231856, Science Partners in Inquiry-based
Collaborative Education Il (SPICE Il), PI D. Levey, Co-Pls D. G. Bloomquist, T. L.
Crisman, M. J. Koroly, A. S. Lindner, R. Quintana, and M. L. Wayne ($2,066,522), 2006-
2010.

National Science Foundation DEB-0513016, Society for Molecular Biology and Evolution Young
Investigators’ Workshop, Pl M. L. Wayne, Co-PI L. Katz ($35,988), 2005-2007.

National Science Foundation Grant DGE-0231856, Science Partners in Inquiry-based
Collaborative Education (SPICE), P1 D. Levey, Co-Pls J. Andino, B. Camp, P. Chadik, L.
Jones, T. Emmel, L. Guillette, R. Harbrucker, B. Holt, M. J. Koroly, A. Kwolek-Folland, and
M. L. Wayne ($1,445,000), 2003-2006.

National Institutes of Health Integrated and Collaborative Research Grant R24 GM65513-01,
Quantitative genomics of sexual dimorphism, Pl Sergey Nuzhdin, Co-Pls G. Gibson, L.
Harshman, A. Kopp, L. M. Mcintyre, M. L. Wayne ($1,504,263), 2002-2005.

National Institutes of Health Grant R01 GM59884-02, Evolutionary quantitative genetics of
ovariole number in Drosophila, Pl M. L. Wayne ($780,261), UF, 2000-2005.
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Co-Principal Investigator, SUCCEED (Southeastern Universities and Colleges Coalition for
Engineering Education) grant ($15,897); Innovations in Engineering Education: Women'’s
Studies and the Retention of Women Students, NC State University, 1996.

National Institutes of Health NRSA Postdoctoral Research Fellowship, North Carolina State
University, 1994-1997.

INTERNAL GRANTS:

UF Biodiversity Seed Grant Competition: DRPD-ROF2020: UF Biodiversity Certified Plants
for the Rapidly Expanding Urban Landscape Market. J. Daniels PI; co-Pls M. L. Wayne, A.
Dale, D. Clark, E. Momol, and L. Warner ($85,000).

UFIC Study Abroad Development Grant, Service Learning for the Health Professions, Cusco,
Peru ($4000). Gillian Lord and Marta Wayne, 2015. Created a syllabus for a new section
of existing course Z004956, Overseas Studies, Infectious Disease in the Americas;
worked to ensure that student and patient safety were addressed.

Emerging Pathogens Institute/Interdisciplinary Center for Biotechnology Research Innovative
Projects Initiative (SOLID sequencing estimate of within-host variation for an RNA virus;
$12,200), UF, 2008.

Zoology Travel Committee Award ($300), UF, 2001, 2002, 2003, 2004, 2005.

College of Liberal Arts and Sciences Travel Committee Award ($400), UF, 1999, 2001, 2002,
2004, 2005.

College of Liberal Arts and Sciences Research Initiation Projects Grant ($14,740), UF, 1999.

LANGUAGES SPOKEN:
Spanish, beginning
French, beginning

GRADUATE STUDENTS MENTORED:
Current. Galen Cobb, Ph. D. in progress.

Previous: Luke Trimmer-Smith, Ph.D. (2019; Postdoctoral Researcher, UF); Katye Totten, M. S.
(2019; Research Technician, U. AZ); Luciano Soares Soares, Ph.D. (2018; co-mentored with
Karen Bjorndal; Assistant Research Scientist, FWCC/FWRI Marine Turtle Nesting Program); Meghan
Bentz, M. S. (2016; CDC Laboratory Fellow); Carol M. Chaffee, Ph.D. (2013; Lecturer and
Elements of Biology Coordinator, CSU Fullerton); Frank A. Bouchard, Ph.D. (2011; Research
Technician); Lisa Tascille Crummett, Ph.D. (2008; Associate Professor, Soka University); Cecelia
Miles, Ph.D. (2006; Associate Professor, Augustana College); Kelly M. Jones, M.S. (2006;
Science Teacher, W.C. Pryor Middle School); Daniel Janes, Ph.D. (2004; NIH Program Director,
Division of Genetics and Developmental Biology)

POSTDOCTORAL FELLOWS MENTORED:

Andrea Gonzalez Gonzalez, Ph.D. (Courtesy Postdoctoral Researcher, UF Biology, currently

residing in Oxford, UK); Galaxia Cortes-Hinojosa (Assistant Professor, Pontificia Universidad

Catdlica de Chile); Marina Ascunce, Ph.D. (Research Biologist, USDA, USA); Marina Telonis-
Scott, Ph.D. (Lecturer, Deakin University, Australia); Laura Higgins, Ph.D. (Systems Engineer,
SAS Institute, USA).

PRESENTATIONS:

SMBE Presidential Address, “Neutral Theories”, SMBEv2021 (virtual meeting), 5 July 2021

Invited seminar, “ADAR Editing Activity, Virus Evolution, and Virulence”, Georgia Tech University
(18 April 2019)
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Invited seminar, “ADAR Editing Activity, Virus Evolution, and Virulence”, Emory University (19
April 2019

Selected talk, Whose Fitness? DMelSV, a vertically transmitted virus, and sexual conflict
in Drosophila melanogaster, Virus Evolution Workshop, State College, PA, 9 March 2019.

Invited talk, “Host RNA Editing as a Selective Force on RNA Viruses”, Ecology & Evolution of
Viruses Workshop, American Society for Virology, Madison WI, 24 June 2017.

Moderator and panelist, “Murky Waters: Navigating Interdisciplinary Collaborations”, a2ru
(Alliance for the Arts in Research Universities) UF Student Summit 2017.

Invited seminar, "The Role of Host Defenses in Shaping Viral Evolution: Drosophila melanogaster
and DMelSV", University of Toronto, Canada, 7 July 2016.

Invited seminar, Host Bites Virus: Drosophila melanogaster and Sigma Virus, University of Idaho,
15 April 2016.

Invited seminar, The coevolution of viruses and their hosts; or, why viruses make us sick,
Daytona State College, 31 August 2015.

Selected talk, Host defenses constrain viral evolution in DMelSV (Rhabdoviridae) of Drosophila
melanogaster, Society for Molecular Biology & Evolution conference, Vienna, Austria, 15
July 2015.

Invited seminar, Host defenses work together to constrain viral evolution, University of Houston,
25 March 2015.

Selected talk, Host defenses constrain viral evolution in DMelSV (Rhabdoviridae) of Drosophila
melanogaster, \Virus Evolution Workshop, State College, PA, 21 March 2015.

Selected panel, Shaping technological literacy for feminist science studies, National Womens’
Studies Association, San Juan, Puerto Rico, 13 November 2014.

Invited seminar, Texas State University, Virulence, viruses, and fruit flies, 18 April 2014.

Invited talk, Drosophila Virus Working Group, University of Idaho, The sigma virus-Drosophila
experimental evolution system, 19 August 2013.

Invited seminar, University of Toronto, Canada, Onward and upward: experimental evolution in
sigma virus and Drosophila melanogaster, 17 May 2013.

Invited seminar, University of Rochester, Onward and upward: experimental evolution in sigma
virus and Drosophila melanogaster, 3 May 2013.

Invited seminar, University of Western Ontario, Canada, Onward and upward: experimental
evolution in sigma virus and Drosophila melanogaster, 21 March 2013.

Contributed talk, EEID PI meeting (invited meeting open only to Pls of NIH or NSF grants related
to Ecology & Evolution of Infectious Disease), Experimental evolution of sigma virus in
Drosophila, 17 March 2013.

Invited seminar, McMaster University, Canada, Sigma virus in Drosophila: shifting optima, shifting
hosts, 30 January 2013.

Invited seminar, Augustana College, SD, Cautionary tales on the evolution of virulence:
sigma virus and Drosophila, 9 May 2012.

Invited seminar, NC State University Distinguished Seminar Speaker, Coevolution of sigma virus
and Drosophila, 1 February 2012.

Invited seminar, Union College (Women'’s Studies), The Tightrope Extends: The Feminist Life of
a Drosophilist after Tenure, 18 January 2012.

Invited seminar, Emory University, Sigma virus in Drosophila: insights into host pathogen
coevolution, 3 November 2011.

Invited presentation, Radiation effects on organisms distributed near Fukushima Daiichi Nuclear
Power Station, Society for Molecular Biology and Evolution (a call for action), Kyoto,
Japan, 27 July 2011.

Selected talk, Molecular basis of the evolution of virulence in sigma virus in Drosophila, Society
for Molecular Biology and Evolution, Kyoto, Japan, 27 July 2011.

Workshop organizer, Mapping the pestilential landscape: tolerance, resistance, and virulence,
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EEID PI meeting (invited meeting open only to Pls of NIH or NSF grants related to
Ecology & Evolution of Infectious Disease), Madison WI, 29 March 2011.

Contributed talk, Persistence of the virulent, vertically transmitted rhabdovirus sigma in natural
populations of Drosophila melanogaster, Workshop in Virus Evolution, Samuel Roberts
Noble Foundation, Ardmore, OK, 22 October 2010.

Contributed poster, Society for Molecular Biology and Evolution, NextGen sequencing reveals
within and between-host variation in sigma virus (Rhaboviridae), Lyon, France, 6 July
2010.

Invited seminar, University of Kentucky, Coevolving variation: sex, flies, and viruses, 14
December 2009.

Contributed talk, Society for the Study of Evolution, Evolution of Dosage Compensation, Moscow,
ID, 14 June 2009.

Invited seminar, Qu'est-ce que c’est la difference? Expression, sex, and dosage in Drosophila.
University of Texas Austin, Department of Integrative Biology, 6 April 2009.

Invited workshop talk, Drosophila Research Conference, Pourquoi la difference? Evolutionary
perspectives on sex differences in Drosophila, Chicago, IL, 6 March 2009.

Contributed talk, Society for the Study of Evolution, Genetic Architecture of Immune Genes in
Drosophila, Minneapolis, MN, 21 June 2008.

Selected talk, Society for Molecular Biology and Evolution, Males are the simpler sex in
Drosophila melanogaster, Halifax, Nova Scotia, 27 June 2007.

Invited speaker and participant, Astrobiology Small Payloads Workshop, NASA Ames Research
Center, Mountainview CA, 18-20 June 2007.

Invited seminar, Males are the simpler sex, Heinrich Heine Universitaet, Duesseldorf Germany, 7
December 2007.

Selected talk, Drosophila Research Conference, Tales from the X files: chromosomal context,
dosage compensation, and gene expression, 30 March 2006.

Invited seminar, Cornell University, Department of Molecular Biology and Genetics, Genetic
architecture of gene expression, 20 January 2006.

Invited seminar, Smith College, Sex and genetics: Ovariole number in Drosophila, 3 October
2005.

Invited speaker, American Sociology Association Special Panel on Empirical Responses to the
Summers’ Controversy: Vive la variance? On genetic differences in scientific aptitude
between the genders, 14 August 2005.

Invited seminar, University of Southern California, Molecular Biology and Biocomputing
Department, Genetic Architecture of Gene Expression in Drosophila, 5 February 2004.

Plenary speaker, Keystone Symposium in Natural Variation and Quantitative Genetics in Model
Organisms, 10 January 2004, Sex Dimorphism and Non-Additivity in Gene Expression in
Drosophila.

Invited seminar, University of Washington Department of Ecology and Evolution, 4 November
2003, QTL for Ovarioles and Other Fitness Traits.

Invited seminar, Fred Hutchinson Cancer Research Institute, Seattle, WA, 3 November 2003,
Gene Discovery for a Complex Trait in Drosophila melanogaster.

Invited seminar, NASA Ames Research Center, 13 August 2003, Drosophila melanogaster as a
model system for the evolution of complex traits.

Symposium speaker, The Role of Linkage Disequilibrium in the Genetics of Complex Traits,
Society for Molecular Biology and Evolution, 27 June 2003, Linking complex traits and
gene expression.

Invited seminar, Indiana University at Bloomington, Ecology and Evolution Seminar Series, 14
March 2003, Expression variation and complex traits: ovariole number in Drosophila
melanogaster.
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Invited seminar, Purdue University, Bioinformatics Seminar Series, 11 March 2003, Candidate
gene discovery: Combining mapping and microarrays in the genetic analysis of an
adaptive trait in Drosophila.

Invited seminar, University of South Florida, 9 January 2003, Discovering candidate genes de
novo: Integration of microarray and quantitative genetics.

Symposium speaker, Current Themes in Ecology: Environmental Genomics, University of
Wageningen, the Netherlands, November 2001, Discovering Candidate Genes de novo:
Integration of Microarray and Quantitative Genetics.

Invited speaker, University of California Davis, Evolution of Genetic Networks Seminar Series,
October 2001, QTL, Candidate Genes, and Microarray.

Selected talk, European Society for Evolutionary Biology, August 2001, Quantitative Trait Genes
from Combining QTL and Microarray.

Invited speaker, University of Nebraska Lincoln, Program in Ecology and Evolution, February
2001, Evolutionary Quantitative Genetics of Ovariole Number in Drosophila melanogaster.

Invited speaker, University of Nebraska Lincoln, Program in Women’s Studies, February 2001,
The Unnatural History of Rape: Evolution, Feminism, and Society.

Invited speaker, National Association of Biology Teachers Conference, Orlando, FL October
2001, Evolution in our lives: HIV/AIDS as a model system for teaching evolution.

Invited speaker, Florida State University, September 2000, Quantitative Genetics of Ovariole
Number in Drosophila.

Invited speaker, Society for the Study of Evolution, Evolution Education Poster Session, June
2000, Evolution in Our Lives: Postmodernism and Evolution Education (with Andrew W.
Davis).

National Association of Biology Teachers Convention, 27 October 1999, SMBE-sponsored
panelist in Symposium on Teaching Evolution.

Plenary speaker, Southeastern Women’s Studies Association Conference, March 1999, Time’s
fun when you're having flies: experiences of a Drosophila biologist.

Invited speaker, Université Paris P. et M. Curie, France, 11 December 1998, Evolutionary
quantitative genetics of ovariole number in Drosophila melanogaster.

Invited speaker, Université Claude Bernard, Lyon, France, 8 December 1998, Evolutionary
quantitative genetics of ovariole number in Drosophila melanogaster.

Invited speaker, University of California Davis, 17 June 1998, Evolutionary quantitative genetics
of ovariole number in Drosophila melanogaster.

Invited speaker, University of Texas at Austin, 6 March 1998, Evolutionary quantitative genetics
of ovariole number in Drosophila melanogaster.

Invited speaker, University of Florida, 3 February 1998, Evolutionary quantitative genetics of
ovariole number in Drosophila melanogaster.

Invited speaker, University of Georgia, 30 April 1997, Quantitative genetics of ovariole number in
Drosophila melanogaster.

Invited speaker, Utah State University, 17 February 1997, Quantitative genetics of ovariole
number in Drosophila melanogaster.

Selected talk, Response and Adaptation to the Environment Conference, U. S. Army Research
Office, October 1996, Quantitative trait loci for olfaction in Drosophila melanogaster:
natural variation on chromosome 3 and its relationship to fitness, T. F. C. Mackay, J. B.
Hackett, R. F. Lyman, M. L. Wayne and R. R. H. Anholt.

Invited speaker, U. C. San Diego, 3 May 1996, Molecular population genetics of ref(2)P, a locus
which confers viral resistance to Drosophila melanogaster.

Selected talk, Drosophila Research Conference, April 1996, Quantitative genetic analysis of
ovarian traits, M. L. Wayne, J. B. Hackett and T. F. C. Mackay.

Invited speaker, University of Cambridge, 16 November 1995, Molecular population genetics of
ref(2)P, a locus which confers viral resistance to Drosophila melanogaster.
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Selected talk, Drosophila Research Conference, April 1995, Variations on a theme: a more
powerful version of the HKA test and a statistical test of background selection, M. L.
Wayne and M. Kreitman.

Invited speaker, Stanford University, 12 April 1994, Linkage and selection at two proximal loci in
Drosophila melanogaster.

Invited speaker, University of Edinburgh, 21 September 1993, Organization of genetic variation at
the molecular level: lessons from Drosophila.

PEER-REVIEWED PUBLICATIONS:
Wayne mentees: undergraduate authors indicated by *; graduate student authors indicated by §;
postdoctoral authors indicated by .

1) S. S. Rossi, Wayne, M. L., Smith, R. B., Wright, C. E., Andreadis, N. A., and Hofmann, a. f.
1989. Effect of the bile-acid sequestrant colestipol on postprandial serum bile-acid concentration:
evaluation by bioluminescent enzymic analysis. Alimentary Pharmacology & Therapeutics 3(1):
41-46.

2) M. Kreitman and M. L. Wayne 1994. Organization of genetic variation at the molecular level:
lessons from Drosophila. Molecular Ecology and Evolution: Approaches and Applications. Basel,
Birkhauser-Verlag. 157-184.

3) M. L. Wayne, D. Contamine and M. Kreitman 1996. Molecular population genetics of ref(2)P, a
locus conferring viral resistance in Drosophila melanogaster, Molecular Biology and Evolution
13(1): 191-199.

4) M. L. Wayne and M. Kreitman 1996. Reduced variation at concertina, a heterochromatic locus
in Drosophila, Genetical Research 68: 101-108.

5) T. F. C. Mackay, J. B. Hackett, R. F. Lyman, M. L. Wayne, and R. R. H. Anholt 1996.
Quantitative genetic variation of odor-guided behavior in a natural population of Drosophila
melanogaster. Genetics 144(2): 727-735.

6) M. L. Wayne, J. B. Hackett and T. F. C. Mackay 1997. Quantitative genetics of ovariole
number in Drosophila melanogaster. |. Segregating variation, Evolution 51: 1156-1163.

7) M. L. Wayne and T. F. C. Mackay 1998. Quantitative genetics of ovariole number in
Drosophila melanogaster. |l. Mutational variance and genotype x environment interaction,
Genetics 148:201-210.

8) M. L. Wayne and K. Simonsen 1998. Statistical tests of neutrality in the age of weak selection.
Trends in Ecology and Evolution 13: 236-240.

9) M. L. Wayne 1998. Molecules and the maintenance of genetic variation. In: Proceedings of
the Trinational Workshop on Molecular Evolution, Duke Publications Group, pgs. 73-87.

10) M. L. Wayne 2000. Walking a Tightrope: The Feminist Life of a Drosophila Biologist. National
Women'’s Studies Association Journal 12:139-150.

11) M. B. Wyer, M. Barbercheck, D. Cookmeyer, H. O. Ozturk, and M. L. Wayne 2001 (new
editions 2008, 2013). Women, Science and Technology : A Reader in Feminist Science Studies,
Routledge.
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12) M. L. Wayne, J. B. Hackett, C. L. Dilda, S. V. Nuzhdin, E. G. Pasyukova, and T. F. C. Mackay
2001. Quantitative trait locus mapping of fithess-related traits in Drosophila melanogaster.
ovariole number, body size, early fecundity, and reproductive success. Genetical Research
77:107-116.

13) D. A. Liberles and M. L. Wayne 2002. Tracking adaptive evolutionary events in genomic
sequences. Genome Biology 3(6):1018.1-1018.4.

14) M. L. Wayne and L. M. Mclintyre 2002. Candidate gene discovery: Combining mapping and
microarrays in the genetic analysis of an adaptive trait in Drosophila. PNAS 99: 14903-14906.
The above article was highlighted in “A winning combination”, Nature Reviews Genetics 4: 7.

15) C. Coffman, R. W. Doerge, M. L. Wayne, and L. M. Mclintyre 2003. Intersection tests for
single marker QTL analysis can be more powerful than two marker QTL analysis. BioMedCentral
Genetics 4:10.

16) S. V. Nuzhdin, M. L. Wayne, K. L. Harmon, and L. M. Mcintyre 2004. Common pattern of
evolution of gene expression level and protein sequence in Drosophila. Molecular Biology and
Evolution 21(7):1308-1317.

17) L. M. Mclntyre, S. V. Nuzhdin, M. Popp, and M. L. Wayne 2004. Exploiting the null to reduce
false positives in microarray experimentation. Proceedings of the Joint Statistical Meeting: paper
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